DISPERSAL OF GYPSY MOTH PATHOGENS TO NEWLY
ESTABLISHED HOST POPULATIONS

Ann E. Hajek?, Patrick C. Tobin? Laura Blackburn?, Joshua J. Hannam?,
Andrea Diss-Torrance®, Kenneth Raffa*, and Charlotte Nielsen?

!Department of Entomology, Cornell University
Ithaca, NY 14853-2601

2U.S. Forest Service, Northern Research Station
180 Canfield St., Morgantown, WV 26505

3Wisconsin Department of Natural Resources
P.O. Box 7921, Madison, WI 53707

*Department of Entomology, University of Wisconsin
Madison, W1 53706

ABSTRACT

Gypsy moth (Lymantria dispar) is constantly spreading
to the west and south. As gypsy moth colonizes new
areas, the fungal (Entomophaga maimaiga) and viral
(LAMNPV) pathogens infecting larvae also disperse
into new gypsy moth populations. Both of these
pathogens have been released to speed their dispersal
in areas newly colonized by gypsy moth. Our study
addresses spatial and temporal conditions associated
with pathogen dispersal to answer questions about
predictability of pathogen dispersal. Larval pathogens
were sampled in different ways along the edge of gypsy
moth spread in central to southwestern Wisconsin in
2005-2007, using 50 sites.

The most sensitive methods for detection of gypsy moth
pathogens in low density populations were diagnoses of
reared field-collected larvae and field-collected cadavers.
For all years, E. maimaiga was found at more low
density sites than LAMNPYV, and E. maimaiga infections
were more prevalent than viral infections. For sites where
E. maimaiga was found, there was no association with
larval density although data suggest a threshold gypsy
moth density; both E. maimaiga and LAMNPYV were not
found at sites where less than 8.6 and 7.3 larvae could be
collected per hour, respectively. The number of years that
gypsy moth had been present at varying densities at a site
was associated with E. maimaiga presence. With more
years of greater male moth densities, the chance of

E. maimaiga presence at a site increased.
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